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BACKGROUND RESULTS

e Early studies of ctDNA-based MRD show promise in early stage NSCLC.** MODELING and ctDNA RESULTS ADJUVA FFECT ON ctDNA-MRD

e Translation of ctDNA MRD in NSCLC has been hampered by suboptimal
sensitivity of 1st-generation assays. Figure 1. Distribution of ctDNA Figure 2. Limit of ctDNA Figure 5. Freedom from Recurrence, Stratified by MRD status. Figure 7. ctDNA Monitoring Patient Vignettes.

e Phased variant enrichment and detection Sequencing (PhasED-Seq) Doubling Times. Detection. Analysis of fr.eedom from disease recurrence on the basis of ctDNA MRD status ajc the po.st—treat.ment Using exemplar individua.l patient Yigngttes, some cIiniFaI implications for. more s..e.nsitive MRD detection were
. . . . . L The distribution of ctDNA doubling times for 28 The limit of detection (LOD) was determined landmark using the SNV-based assay (A) and PhasED-Seq-based assay (B). Analysis of patients with observed. Treatment periods are highlighted in gray, with treatment details specified above each gray section.
IS a methOd WhICh uses mUItIpIe Somatlc mUtatIOnS In IndIVIdual DNA paﬁents W|th NSCLC was included in the modeling using 177 plasma Samples from 46 paﬁents undEteCtable ctDNA MRD. Slgnlﬁcantly worse outcomes were Observed for patients Wlth detECtable ................................................................................................................................................
fragments to improve the sensitivity of ctDNA detection.” analyses. Doubling times were calculated for each with early stage NSCLC. MRD, regardless of the assay used. Outcomes were better stratified by the PhasED-Seq-based assay. DNA MRD that was detected

patient from the slopes of the log-linear models. postoperatively by the PhasED-Seq-based

e Here, we explore how improvements in analytical sensitivity can drive
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